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Q P Q L Q E S G P T L V E A S
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E T L S L T C T V S G G S I S
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S S S Y Y W G W I R Q P P G K
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- S G S T Y Y N P S L K S R V
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N R G W T Y H N P S L K S R L
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T I S V D T S K N Q F S L K L
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S S V T A A D T A V Y Y C A R
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N S V T A A D T A T Y Y C A R
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T
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G
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F G G E V L R Y T D W P K P A
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A
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C
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A
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F G G E V L R Y T D W P K P A
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T
0.61

T
1.88

A
1.59

C
1.70
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PGT128 UCA

W F D P W G Q G T L V T V S S
121 122 123 124 125 126 127 128 129 130 131 132 133 134 135

T
1.04

G
0.30

G
1.30

T
1.06

T
0.45

C
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G
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A
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C
0.41

C
0.54

C
0.20

C
0.22

T
1.04

G
0.18

G
0.14

G
0.06

G
0.19

C
0.16

C
0.29

A
0.55

G
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G
0.65

G
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A
0.38

A
1.33

C
2.13

C
0.31

C
0.22

T
1.04

G
0.30

G
0.40

T
0.44

C
0.16

A
0.86

C
0.42

C
0.17

G
0.27

T
0.46

C
0.24

T
0.66

C
0.31

C
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T
0.41

C
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A
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W V D L W G R G T L V T V S S
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G
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T
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G
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A
0.59

C
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C
0.71

T
0.43

C
0.36

T
0.48

G
0.18

G
0.14

G
0.06

G
0.19

C
0.24

C
0.04

G
0.06

G
0.14

G
1.53

G
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A
0.38

A
1.35

C
0.62

G
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C
1.55

T
0.31

G
0.30

G
0.40

T
0.44

C
0.16

A
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C
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C
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G
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T
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C
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0.56814 0.03676 0.66769 0.62560 0.78339 0.74876 0.82561 0.90793 0.92641 0.00160 0.88687 0.63794 0.05274 0.04209 0.65968

0.77517 0.75852 0.83600 0.80742 0.81396 0.71417 0.66077 0.06431 0.85217 0.84807 0.73854 0.19989 0.86426 0.04632 0.00711

0.01419 0.02927 0.10201 0.07041 0.08268 0.87739 0.65429 0.79562 0.07119 0.88470 0.79515 0.39750 0.91958 0.83976 0.73961

0.93327 0.89126 0.60366 0.72014 0.04725 0.83224 0.38938 0.00000 N/A N/A N/A N/A N/A 0.40237 0.00000

N/A 0.10133 0.80016 0.00069 0.65178 0.46107 0.08824 0.53940 0.83073 0.80468 0.82177 0.69410 0.75732 0.92961 0.02911

0.72288 0.09254 0.02129 0.22599 0.72867 0.73495 0.06336 0.67725 0.50983 0.03671 0.04599 0.02565 0.87457 0.56319 0.69479

0.20202 0.82629 0.66528 0.76991 0.75722 0.67760 0.76163 0.75226 0.79004 0.01125 0.37649 0.45404 0.68191 0.84299 0.64266

0.57124 0.80813 0.78107 0.67792 0.43991 0.66034 0.60117 0.36747 0.74789 0.56134 0.85468 0.93444 0.49733 0.53276 0.80304

0.65934 0.05757 0.77710 0.01908 0.75756 0.92969 0.04444 0.72831 0.45518 0.75644 0.82380 0.73030 0.83039 0.79870 0.82566


