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0.46465 0.01775 0.68606 0.49093 0.04547 0.83944 0.86376 0.89524 0.84385 0.46568 0.88575 0.84217 0.74262 0.93433 0.89260

0.60729 0.76564 0.50335 0.92021 0.46751 0.42534 0.12916 0.34493 0.00518 0.00258 0.56746 0.69619 0.02149 0.84368 0.01159
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0.39739 0.00306 0.57330 0.62428 0.83364 0.60429 0.81064 0.65351 0.49378 0.07907 0.49953 0.50027 0.52731 0.47618 0.05419

0.79719 0.84554 0.15075 0.12719 0.83559 0.73375 0.77507 0.85206 0.03626 0.83113 0.80100 0.82776


